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The Regeneration of Fruits Sugarcane and Transformation

Mediated by Agrobacterium tumefaciens

LI Rui-mei, HE Yan-sen
(Research Institute of Sugarcane, Fujian Academy of Agricultural Sciences, Zhangzhou 363005, China)

Abstract: Plant regeneration through callus induction were established by using young sheath of fruit sugarcane

(Saccharum officenarum ‘Badila’), and the transformation of calli mediated by Agrobacterium tumefaciens was
studied. The optimum media were MS +2.0 mg L" 2,4-D for calli induction, MS +24-D 20 mg L' +6-BA 1 mg L"
for differentiation; and MS +IAA 2.0 mg L for root induction, respectively. Plant expression vector pMG225,
including cryld gene and CPTI gene, was transformed into calli of fruit sugarcane by Agrobacterium tumefaciens.

It confirmed that cryldc gene had been integrated into fruit sugarcane genome by PCR and Southern blot analysis.
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Fig. 1 pMG225 binary vector map
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Table 1 Effects of Hygrimycin on differentiation of callus

ANEZ Adventitious buds
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Hygrimycin Callus induction . . . Rooting
(g L) rate (%) Survival Differentiation %)

€ (%) rate (%)

0 100 100 87 100
10 60 43 42 35
25 32 21 11 19
50 6 5 2 1
100 0 0 0 0
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Fig. 2 PCR results of transgene plnts
M: Marker; 1 : FH Xt # Plasmid pMG225 (positive control); 2~6:
FHEAERR Positive plants; 7~9: BHPEAE#E Negative plant.
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Fig. 3 Southern blot analysis
1. FHx I (B0 pMG225) Plasmid pMG225 (positive control);
2. REEALAL R Non-transgenic plnt; A.B. ¥ 4L M £k Transgenic
phants with Hyg®.
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Explanation of plate

Plate 1

A. Calli; B. Green adventitious buds differentiated from calli; C.
Rooting of adventitious buds; D. Adventitious buds differentiated from
Hyg® calli and browning.
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