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Abstract: A study was conducted to investigate differential gene expression in sugarcane (Saccharum officinarum
L. cv. ROC16) leaves subjected to 200 mg L' ethephon. ¢cDNA-AFLP amplification showed a high level of

polymorphism, and gene expression was significantly different compared with the control. Some sequences of

different expression fragments were highly homologous to disease-resistant and photosynthesis-associated genes.
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1.2 RNA B9 E & ¢cDNA & B,

H Trizol /MR HUE RNA. EHEAT S5 4R
AT, 7€ 12 000xg Xt H FELH LR AT Trizol V8 A4 550
5min, R HREALR, R TEFEFEES M Trizol /-
b AT

cDNA 2 —556 i 2 B RevertAid™ First Strand
c¢DNA Synthesis Kit (Fermentas) i i = /it 1) 77 74 i3t
1T. cDNA 3 86 BZi & £ REEMH] Breyne
BB J7 ¥ , ££ DNA Polymerase I.RNase H l E.
coli DNA Ligase S 3L [F/EF T E# A H.

1.3 cDNA-AFLP 4347

ALl Ase T F Tag 1 7 T HLEEH AFLP Jx W
RZR, 1T cDNA-AFLP 434 Bt F4 3k 514 ok
ERAEY TREERAT G/ FHUE:

Ase I 3L :5 -CTCGTAGACTGCGTACC-3" ;
5’ -TAGGTACGCAGTCTAC-3";

Ase T TR #5[#): 5 -CTCGTAGACTGCGTA-
CCTAAT-3’;

Ase LIEPEMEY HE54: 5 -GACTGCGTACCT-
AATNN-3, HHd N 2§ ATCG H FMER —F, 8
MY W5 A4-A19 3L 16 %

Tag 1 ¥:3k:5° -GACGATGAGTCCTGAC-3’ ;
5’-CGGTCAGGACTCAT-3";

Tag 1 Y 145145 -GACGATGAGTCCTG-
ACCGA-3’;

Tag 1 SEF MY 8514 :5° -GATGAGTCCTG-
ACCGANN-3’ (N ATCG 7 [FAE & —Fl, i it
¥ 5 H T4-T19 3£ 16 45 .

cDNA-AFLP 43 #7 2 [ 4K i) 3% 2 C1F] Bachem
SN 74T . cDNA-AFLP #3874 4 B8 TR 4%
et s LYK J5 » 22 B Promega GenePrint B3I iE K] 41
Gek W 77 R AR AR R AT O . i
HIIE 3 cDNA-AFLP =y vk 45 3 .
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Fig. 1 Effect of ethephon on sugarcane roots
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Fig. 2 Electrophoresis of the total RNA

extracted from sugarcane leaves
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M 256 X 51 B4E & T BEHLIE 128 X 73 A xS
W T T £ R R K I RERE AT ¢cDNA-AFLP 73
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Fig. 3 Amplification of RNA extracted from
sugarcane leaves by using cDNA-AFLP
1,3,5: 0f B, 4350 o B IS KR 6:12-24 hs 2,4,6 43 B At
T W e 200 mg L' Z4&FJ5 6.12.24 h. 1, 3 and 5: Control, leaves
were sprayed water for 6, 12 and 24 h, respectively, while 2, 4 and 6:
sprayed with 200 mg L™ ethephon for 6, 12 and 24 h, respectively.
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Table 1 Sequence analysis of partial differential transcript derived fragment (TDF)

55 K NCBHERS c¥eEmEAR E-value 200 mg L™ ethephon H,O
No. Size (bp) Access number Protein identified 6 h 12h 24h 6h 12h 24h
1 437 AY532766.1 JUT il | 2e-36 *
(Zea diploperennis ) Chitinase (chil)
2 334 AF244677 BIEH IkSHEH G 5e-33 *
(Z. mays) Glutathione S-transferase
3 285 NM197907.1 - le-82 ®
(Oryza sativa)
4 284 X66077.1 DNAZ&HEE le-39 *
(Z. mays) DNA-binding protein
5 268 X79211.1 ERKRFESFEA le-31 *
(Z. mays) Auxin-induced protein
6 193 X13908.1 Mg FEab4AEE Light 7e-31 *
(O. sativa) harvesting chlorophyll
a/b-binding protein
7 187 XM468119.1 - 2e-31 *
(0. sativa)
8 401 - - - *
9 306 - - - *

- %HE BEHThELRIE B No identified protein; *: Hi%Z 7 F Wi I The differential TDF appeared.
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