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Abstract: Microsatellites were used to investigate the genetic diversity and relationships among 14 Chinese main
banana cultivars (Musa spp.) and 33 introduced accessions from International Network for the Improvement of
Banana and Plantain (INIBAP). Ten out of forty-seven microsatellite primer pairs amplified reproducible and
discrete DNA bands, revealing a total of 92 alleles. The average number of alleles amplified by per primer was 9.2,
ranging from 5 to 15. The sizes of PCR products were between 75 bp and 310 bp. The genetic similarity among the
cultivars was estimated by the Jaccard coefficient, and the similarity value was between 0.1 and 1. Relationships
among the cultivars were evaluated using the unweighted pair-grouping with arithmetic average (UPGMA)
clustering. The dendrogram showed that the introduced accessions presented higher levels of genetic diversity than
the main cultivars. All the cultivars tested could not be discriminated by the 10 primers.
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Table 1 List of banana varieties used for SSR analysis

W5 g FEFEY WS ma b FEA
Sample No. Cultivars Genotype Sample No. Cultivars Genotype
1 I~ Hi% Guangxiai AAA IN10 FHIA-23 AAAA
2 T (%% Hekoai AAA IN11 FHIA-25 AAAA
3 #T-1 Hong 1 AAA IN12 SH3436-9 AAAA
4 MIFA Linhaihong AAA INI3 SH3640 AAAB
5 AlIZT Shanhong AAA IN14 GCTCV-119 AAA
6 I”%2% Guangdong 2 AAA IN15 KM5 AAA
7 F1# Gongjiao AA IN16 P.Ceylan AAB
8 3R} Long'aifen ABB IN17 Gros Michel AAA
9 E.75% Baxijiao AAA IN18 Williams AAA
10 R 5 HE Donguanzhongba AAA IN19 cvRose AA
11 M Gaojiao AAA IN20 Cachaco ABB
12 1285 Zhangjiao 8 AAA IN21 Buya AA
13 18% Fufen ABB w22 GCTCV-106 AAA
14 BRBEHT Weiliansi AAA IN23 GCTCV-247 AAA
IN24 Ney pooven AB
IN1 Bita-2 ABBB IN26 Rubusta AAA
IN2 Bita-3 AABB IN27 Pome AAB
IN3 CRBP39 AAAB IN28 Veinte Cohol AA
IN4 FHIA-01 AAAB IN29 Tumbaga AA
INS FHIA-02 AAAB IN30 Pamotion AA
IN6 FHIA-03 AABB IN31 Morong Princeasa AA
IN7 FHIA-18 AAAB IN32 Roiwi AAB
IN8 FHIA-17 AAAB IN33 Senorita AA
IN9 FHIA-21 AAAB IN37 N-2 AAA

INZF A INIBAP 5| #EH & FF. IN indicates the introduced accessions.
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Table 2 Data on 10 SSR primer sequences, expected sizes (bp) of products, allele number and annealing temperature

o %51 FUBHBOON  SRaEg BKEE (O
Primer Sequence Expected size of Allele Annealing
products (bp) number temperature

03a TGACCCACGAGAAAAGAAGC

03b CTCCTCCATAGCCTGACTGC 106 9 60
05a GAAGATTAAGGTGGTGGCTGGAA

05b AAGAAATACCAACACAACCACAC 210 10 60
13a TCCCAACCCCTGCAACCACT

13b ATGACCTGTCGAACATCCTTT 267 10 55
14a CTATTCCAACAAAATTTCTTTTCCT

14b TAAAACAATGTTCAAGTATCCTGAG 198 8 55
16a AATTGAATTTTAGGTGCCCCTACTG

16b AACATGGAGTGAAGATGAGACGATT 210 10 55
20a CAGTTTGGCCGCTTGATCTT

20b GGGGTCAACATGTTAAGTTCT 333 10 51
2la TTCATAATTGCAAGAAAGATAA

21b GGAGGTACAGGGGATGAGGACT 302 9 55
24a GGAGGCCCAACATAGGAAGAGGAAT

24b CATAAACGACAGTAGAAATAGCAAC 221 15 55
25a ATCTTTTCTTATCCTTCTAACG

25b ATTAGATCACCGAAGAACTC 218 6 55
36a GATAGATAGAGAAAGAAAGAGGA

36b TGTAAGTGAGTCGGCAGGGATGG 223 5 55
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Fig. 1 Dendrogram generated by UPGMA showing the relationships among the banana cultivars based on the Jaccard coefficient
A: T [E F 4 P Chinese main cultivars; B: INIBAP 51 S #f Cultivars from INIBAP; C: 5 ik fF All cultivars tested.
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