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Abstract: The improved method for isolation of transgenic sugarcane genomic DNA could rapidly and simply
extract high quality DNA from a few leaves of transgenic sugarcane. The isolated DNA is essentially free of
polysaccharides, polyphenols, RNA and other major contaminants. Ultraviolet absorbance spectrum analysis and
gel electrophoresis results showed that DNA samples obtained by the method possessed the standard ultraviolet
absorbance spectrum of pure DNA, with 1.7-1.9 Ay/Asand 1.8-2.0 Ay/An, The yield was about 45-60 u g
DNA per 100 mg young leaves. The total DNA prepared by this procedure could be used for PCR, restriction

enzyme digestion and southern blotting.
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Table 1 The quality and quantity of sugarcane genomic DNA extracted by improved method

RS DNA #pF(ug ul) DNAREE(ugg!)
Sample Ao Ao Ao AsdAzo Axed Az DNA concentfation) Yield ofDNgAg

1 0054 0107  0.059 1.981 1.813 0.527 527

2 0081 0.5  0.083 1.921 1.879 0.547 547

3 0063  0.125 0.069 1.989 1.789 0.521 521

4 0051 0097  0.056 1.893 1714 0.495 495

5 0065 0118  0.064

1.813

1.832

0.533

533
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Fig. | The DNA extracted by different methods

M; Lambda DNA/EcoRI+-HindIll; 1,3,.?: M B 7 i iR Bn DNA
extracted by improved method; 2.4,6. % M /¥ 2 E7 DNA extracted by

common method
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Fig. 2 Sugarcane genomic DNA extracted by improved method
M: Lambda DNA/EcoRT+HindIIl; 14, &4 564k H E R B 40 DNA
Part genome DNA of transgenic sugarcane
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[ 3 SeMV-CP 3£ J5 Brity PCR 33
Fig. 3 PCR amplification of SeMV-CP gene fragment
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Fig, 4 Result of sugarcane genomic DNA digested with EcoR 1and Pst |
M. Lambda DNA/EcoRI+Hindlll; 1, 3, 5; Bt (i H RE & [H 4 DNA
Digested sugarcane genomic DNA; 2, 4, 6, # {7 i H 1 3£ 43 DNA
Undigested sugarcane genomic DNA
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