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The Study on RAPD Fingerprints of Narcissus in China and Europe

CHEN Lin-jiao  TIAN Hui-qiao WU Jian
(School of Life Sciences,Xiamen University, Xiamen 361005, China)

Abstract. Three cultivars of Narcissus tazetta var. chinensis and three cultivars of N. poeticus have been studied
by RAPD (randomly amplified polymorphic DNA) . Twelve 10-bp arbitrary primers were screened and 119 DNA

bands were amplified, among which 84.86% were polymorphic. Genetic similarities were calculated using simple
matching coefficient, and the phenogram was constructed by using UPGMA method . Three cultivars of N. iazeita
var. chinensis were very closely related, while the three cultivars of V. poeticus were clustered together, indicating
that there is a distance in relationship between the first three and the latters. It is suggested that molecular marker
technique is helpful for the breeding and variety identification of Narcissus.

Key words: Narcissus ; RAPD; Genetic diversity

AKAWK B FHRK AR Narcissus 164, 23756 40
MREM, KB HIR™ TP EH R KM
R, WA= P EAM 1 AN KUIERESZ
EF, AEBARRE L L. HERERFEAZ &
Git, RAH 1 A2 A EZEM, B R +—

B R TRES NS, PEHATX—EHFNE
FERRREY. Rk, ABFSCAS EKAL (Narcissus
tazetta L. var. chinensis Roem.) 1 Bk 34 2T 1 7K fily (V.
poeticus L3t 6 A~ @ f Ak, @i RAPD Frid 4y
PFrENIRBEE L R MR B, M4 R A I

K B\ ZKA S K AR KA AR 7K Al EE 37K AL Al
ZRKAL S FEBEE AKAL T FKAL e AKAL A O
KA SR B A K AL RS 2K Al
FEAWETSHEAKWE, BT EER €&
WE”VCERE”CSEM7 =4, BUKALTE
ERK L BREMIAEZ A, R, BEERSTEH
KAl AL, ERRET TEEER R EAE.
FE, BT R THER, P EAKAWFESLF

W B 85 :2002-07-22 3% HE9:2002-11-04
ESWE EREHARREES (BO010001) %8

A% TEFEAK B KWR R R RS E
KAl GEE B A R B

1 B4R T

b o] H H KAl (Narcissus tazetta L. var.

chinensis Roem ) “ G HMWE” . “FTRW” . “ &=
73 AR TR T =N, BRIRAT DK Al (V.
poeticus L.) “IEMB 7 “DKIE” | “hr e iy~ 3
TRAHRETHZE. AREKE, SN0 LXREH
10 ™ BERAE W B 7R A, 3REX DNA.

B

R 1


http://www.cqvip.com

178 P WRBEY LR

BN FE

DNA IR 544k X T E R
RHL DNA, 3: RNA EH 24:1 &4 - 7 AuF#iE
2 KBE¥T TE . £ BECKMAN DU640 8
E 4T L3l sE DNA ol B FIvR Bl i S AefE v
KR8 DNA (558, 20CREFZA.

DNA 51§ §-1¥ |z i 7& £ [F Biometra UNO
NPCR L b#4T. RNW4ER 25ul, 4 250l
10xbuffer, 2.0 mmol/L. MgCl,, 0.2 mmol/L. dNTPs,
1.0 v moVL5{#4y (LA Ei&70i & ¥ 5 Sangon/A 7] ) , 0.6
B Tag B (4£3E/AH]) ,60 ng DNA Bl ®iK
IR REASDNABR KN Z OX . 3 4EF
3% : 94°C 4 min, F B, 94C 15 5,427C 30 s, 72°C
755,45 NG RJS 72°CEE{h 7 min, RAPD F=4j
£ 1.4%5R 88 ik, UL A DNA/EcoR I + HindIil
(Sangon A 7)) fEAMXT 7+ FBERC. EB vfa, T
RIMT TRER A . {EEKEE EF— RAPD {5
AHEWA 1, 8RZEH 0, /s H B ES A
LU AB L] B B ) A e SR

MBS AR E R ACE RS

BUHATERAEAT, R RR (B 2) .
3 srprAntie
3.1 7kl R £ B A
2 30 Yoxt o EAE S 6 AAKALR R AT
T RAPD $5909F50, ik 2 R 2 T 40, oh KAl

AN SRR AR M R B ik 0.8235-0.916, &

NBAEEE B 0.0714, W b EKAL 3 M Fr R &
RATHED, ERHNBEEETRER -8
HEKFBUR . X5H AR ET RS F LRt

RGE RS . 40 O7KAD 3 AR R B A AL
BB AEE 0.747-0.8992 7 [a], B L REF. 4

TIY AN SN\ TAAL O =L

A7KAL 3 A~ SR ESBE SR IE LS+ EAKWE
FEHEER, HIERE, X, A6, BIER A,
BRI s TP B KA — X IEF EHTE 3-14 5, TE/b,
BAWMBEK. HEHAMEESM 3 KL SFE
DNA 7K _FiRRE i k2 5, RAPD i gtk A

NTAURHTTA N Fo= 5= YV THIZVINTT

21 S| REXTIRETNER
Table 1 The sequences of 12 random primers and

ﬁ’z}itﬂg:S_g.F(a+d)/(a+b+c+d), iEEP:Smﬂgﬁ-lEEE their amplification results
RYa Rk 2 ARERNEAS L TS EGL, ch2A 319 Fr51 TR AR EHE AR
BAESHN 180 & SH.d R 2 MRS Primer  Sequence No. of bands No. of
. lymorphic bands
0 M. ) D L L
\Biin*‘ 'aii ?ﬁ*i —Jﬂ?fﬁfﬁgi i_} ;*?fﬁ{‘:’f $22 TGCCGAGCTG 13 10
NRTHE D=1-F, F=2a / 2a+b+c) B UPGMA S45  TGAGCGGACA 5 4
FEXTAL BE BT K T, RSN R E. S48  GTGTGCCCCA 13 9
yE S68 TGGACCGGTG 11 11
2 == % $70  TGTCTGGGTG 4 2
BAIMN 80 10 MR FRKFIBEHLS P IFE 571 AAAGCTGCGG 7
B 12 AERRBRENS YR 6 MR DNA P AT 4 y
1
3 |
#jg; E?ﬁ 3“4.%.&,@%%%)“% L. &5 $123 CCIGATCACC 11 g
4-15 47, LRt 119 MR, b 101 £ SR B $154 TGCGGCTGAG 14 13
54, HEHK 84.86%. B 1 RIS T $287 AGAGCCGTCA 12 11
P78 DNA F59 @i, 5 6 45 R Rl A9 A5 Ll §295 AGTCGCCCTT 10 10
AEHMEIEE (% 2), %A UPGAM i:x#tf£5E Total 119 101
BRI CTHARNLERACVERB(ETH ) NREER (S L)
° Table2 The single matching similarity coefficients (below the diagonal ) and
genetic distances (above the diagonal) beiween any two taxa
1 2 3 a4 5 6
| % H®# 4 Jinzhanyingtai 0714 0.1367 0.5738 0.6508 0.6393
2 E#I Yulinglong 0.9160 - 0.1533 0.5500 0.6290 0.6167
3 4 =4 Jinsanjiao 0.8403 0.8235 - 0.5462 0.6423 0.6303
4 7EE A Flowerrecord 04118 0.4454 04538 - 02642 0.2549
5 37k Icefollies 03109 0.3445 0.3361 0.7647 - 0.1132
6y @iy Lasvegas 0.3445 0.3782 0.3697 0.7815 0.8992
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1i2 3 M 4586 1

2 3 M 45 6

12 3 M4 56

B 1 BEHLS 14 S48 (A) ,S287 (B) ,S154 (C) , 5295 (D) , 870 (E) , S68 (F) f44 i8> Y
Fig.l Amplification products of primer S48(A), 8287(B), S154 (C), $295 (D), STO(E), 568 (F)

1-6 %% 542, M. FRErE ( A DNA/EcoR [ +HindIll) , 4 FB&K YN 21226.5148.2000,1584,1375.947.831bp.
Lanes 1~6 are numbers for samples as shown in Table 2; M: Molecular weight standard ( A DNA/EcoRI+Hind IIT); MW
are 21226, 5148, 2000, 1584, 1375, 947, and 831 bp, respectively.

| | 1 i | j
07 06 05 04 03 0z 01 0
B2 AMEEEERRESHTRNRE (UPGMA)

Fig. 2 Dendroxgram generated using UPGMA algorithm to
cluster genetic distances

1-6 HHE %5 . Lanes 1 to 6 are numbers for samples
as shown in Table 2.

RO A TEH & BB 84.86%, HMLIYERKE
0.3109-0.4538 2 ji], #f&FEES7E 0.5462-0.6508
8], RIHEAIFRERREIE .
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