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Abstract. A genomic cosmid library of the wide-compatibility-variety rice ( Oryza sativa L. Cpslo17)

had been generated using vector SuperCos1. The library containing more than 1.0x10° recombinants with

an average insert size of approximately 40 kb represented more than 9 times haploid genomic
equivalents, but 5% clones did not carry any insert. Using RFLP marker 23D12R linked tightly to Ss as

probe to screen library, a new clone R2I19 was isolated and determined.
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Table 1 Comparison of the sensitivity to methylation between Mbol and Sau3Al at restriction sites
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Enzymes Recognized sites Unsensitive methylated sites ~ Sensitive methylated sites
Mbol GATC GAT™C G™ATC

GAT™C GA™UC

GAT™C

Sau3Al GATC G™ATC GAT™C
GAT™C GAT™C

GAT™C
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Fig. 3 Electrophoresis detection of some cosmid clones with Notl digestion
M: A/Hindlll, 1to27. Digestion of differential cosmid clones with NotI

24 XEGRHTF

Cosmid X FEHIRTF & —IMEE K TAE, RN EFEZFBERALD. BRAEET
KA BRI T, X ER 2 I2 7 R, AU =F07 0 8 fla—4 Z A=A
N384 3T CHESR, I T-T0CUKFERAE, ERAF LR P E X THEE MBI R, MiwiE



34 58 B4 AFEI SRR DNA cosmid SEMMRTERE 189

SRR R LA T
B o ARCPEBR2349m Ik, b R U ASEYELTHERELA LR B AN £ EH
BAC2IDI2 % jk i R W A X B AHKIEA T B RN, HhER,

£ XK

(] E5Y, T8, X0, % KEEERADNAKYACTI AL E (] AW TRER, 1996, 12 (1) :11-16.

{2] Wang G L, Holsten TE, Song WY, et al. Construction of a rice Bacterial artificial chromosome library and identification of clones
linked to the Xa-21 disease resistance locus [J]. PlantJ, 1995, 7 (3) ; 525-533.

[3] Sambrook J, Fritsch E R, Maniatis T. Molecular Cloning: a Labroratory Manual [M]. 2n ed. New York: Cold Spring Harbor
Laboratory Press, 1989. )

[4] Liu Y G, Mitsukawa N, Vazquez-Tello A, et al. Generation of a high-quality P1 library of Arabidopsis suitable for chormosome
walking [J]. Plant J, 1995, 7 (2) :351-358. )

[5] Nezetic D, Drmanac R, Lehrach H. An improved bacterial colony lysis procedure enables direct DNA hybridization using short ( 10,
11 bases) oligonucleotides to cosmids [J]. Nucleic Acids Res, 1990, 19 (1) . 182.

[6] Haberhausen G, Muller U. A rapid and efficient method for the cloning of cosmid end-pieces [J]. Nucleic Acids Res, 1995, 23 (8) :
1441-1442. ‘

[7] Liu Y G, Whittier R. Rapid preparation of megabase plant DNA from nuclei in agarose plugs and microbeads [j 1. Nucleic Acids Res,
1994, 22 (11) ;2168-2169.

[8] Mcclelland M, Nelson M, Raschke E. Effect of site-specific modification on restriction endonuleases and DNA modification
methyltransferases [J] . Nucleic Acids Res, 1994, 22 (17) :3640-3659.

[9] Finnegan D J, Genger RK, Peacock W J et al. DNA methylation in plants [J]. Annu Rev Plant Physiol Plant Mol Biol, 1998, 49:
223-247.

[10] WuK S, Roder M S, Canal M W, et al. Isolation of plant DNA for PFGE [M]. Totowa: Human Press, 1992.

(FRHE R RE2002FEETHE

(FR#X R BHEHEE, bR ARERE D, REAARREE TS, 3%‘—?%&‘7@?@55{27&1&
ﬂ%ﬁﬂﬁ%%ﬁ&%\%ﬁﬂi@\%ﬁ*&@%ﬁ%%ﬁﬁ%i&ﬁﬂ@#*ﬁ%ﬂﬂ o AT A R e R 2 o SO AT, %
AMEERRRREBR. v

ZFT'Jﬂiﬁfﬂﬁﬁi:FE\*?5&35‘@?13]55&’@5E"]Efﬁﬁf’?—'ﬁ%ﬁi“%\iﬁi‘gﬂﬂﬁﬁﬁﬂ&1’}5%5:!:*%*5}5%7&?\
%7K?§?E%\5|Zﬁﬁﬁ7iﬂﬂ3J’E%f)‘iﬁﬁifﬂw\ﬁﬁﬁ~57[‘51‘25371%?%7‘]%‘% DL R A A, EVK RS
) R A RE R AR L R A R s E‘Zﬁﬁﬂ%ﬁﬁ%'@fﬁﬁﬁ%ﬂﬂ%ﬁ%%ﬁ%ﬂiﬂE"Ji%ﬁ@u BETKMNERRFFRNE
%\54%\%4&)\5"1\i#%@lf’ﬁ%‘%ﬂﬂ%&’ﬁ%l‘%ﬁmﬁi%ﬁ?%o ATFEG I —E AN SIS, FRE
HRA SRR

AT B WA A TFRAT, I EFRRI6TTA, 12811, 45 {3 2 #r8.007C, £5327T. 4= [F % HhHR R 3 T AT I, BERAN
2.52-97, ITHEWEBICREREHIT. bk, BREEHE PR MR R TR X 965 (54 S G«
712100, Hi%. (029) 7092370; E-mail: yangy@nwsuaf.edu.cn, EohEKIT: Jtx FEEBHEORAT.



