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ALLOZYME VARIATION IN POMELO
[CITRUS GRANDIS (L.) OSBECK]

ZHANG Taiping’, PENG Shacdin, WANG Zheng-feng, LING Ding-hou
{South China Institute of Botany, the Chinese Academy of Sciences, Guangzhou 510650, China)

Abstract: Allozyme variation was examined in r48 pomelo cultivars from the collection nursery
of the Chinese Academy of Agricultural Sciences. Ten loci observed in 5 enzyme systems, Esterase
(EST), Phosphoglucoisomerase (PGI), Phosphoglucomutase (PGM), Shikimate dehydrogenase
(SKD), and Superoxide dismutase (SOD) were encoded by 25 alleles. Except for 2 loci
of PGI, all other 8 loci were polymorphic. Effective number of alleles per locus was
' 1.55, and the expected heterozygosity was 0.2805, which were comparalively low. Pomelo
cultivars are rich in allozymic genetic diversity. Lower level of total germplasm diversity is '
probably due to a long history of artificial selection and gene loss..
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Table 2 Parameters of the isozymes analyzed in the experiment

5 R WY H iR — S Bt ik
Isozymes Abbreviations EC No. References for dying method
fH % Csterase EST EC3.1.1 BB (1986)
G- B R M 7 40 8 Phosphoglucoisomerase PGI EC.5.3.1.9 Eff (1994)
- PR 11 &4 35 4 8 Phosphoglucomutase PCM E(2.7.5.1 FEh{ (1994)
3R G0K0 I 2 BF Shikimate dehydrogenase SKD EC.1.1.1.25 Er{ (1994)

A4 Ik 4L FE Superoxide dismutase S0D EC.1.15.1.1 B4 (1983)
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be) FT-H B BA 21 & B (Mean expected heterozygosity, He) . He 2 #1% Hardy-Wenberg - #
EMMEE LN RAE, EMIKENERS He {AREF P ReH4bm. mredrmmEilae
MRS He ARG AN — i EME, HAREWARETROHEEIE, B Nei
(1973) A S R23E He #r b “ M £ # F (Gene diversity) ” ', F 4 {5 B 75 ¥ (Shannon Index
ST), R|FHEEIE, BREHEEN—FME.

2 HRE

2.1 BEILERmXLER

BET AN MRS EEMTER, BHRIEFEREMAL, HEOHRERARAFR
BE, KERXTFSHFREET, HAMERAHEMEERRN A, HICH B, RKEH.
WA AL (Silent) WA MRER, FIRE-TECER. REFRER, 35 MHERLS



E1H TR T4 5 R K S {3 g AR R T 59

BH W 1.55, MM, SRR AR TERASR R, —BiAN. REETY
AT#EYIME, EESBEARSMEFAMRS, H— Ao Fifr 20 oyl 6425 5 1 R 45k
KB, FrEEEENELE BB 04784, Nei (1973) 45 F M E 4 29 0.2805, AR
HYHBT ST, ERESE, :

F 3 MRS SR 10 - E EA S B 8

Table 3 Allozymic genotype of pomelo cultivars used in the experiment

i HLFHFE Locus** B Y HEB Locus**

Sample T L, Ly Ly Le Ly Ly Ly Ly Sample = T T, Ly Ly Ly Ly Ly Ly Ly
1*  AA AA AA AA AA AA AB AA AB AA 35 AB AA AA AA AB AA AB AB AA AA
2 AA AA AA AA AA AA AB AA AB AA 26 AB AA AA AA AB AA AB AB AA AA
3 AB AA AA AA AB AA AA AB AB AA 27 AB AA AA AA AB AA AB AA AA AA
4 AB AA AA AA AA AB AB AB AA AA 25 AB AA AA AA AA AA AB AA AA AA
5 AA AA AA AA AA AA AB AB AA AA 23 AB AA AA AA AA AA AB AA AA AA
6  AB AA AA AA AA AB AA AB AA AA 30 BB AA AA AA CC AA AB AA AA BB
7 AB AA AA AA AA AA AA AB AA AA 31 AB AA AA AA AA AB AB AB AA AA
8  BC AA AA AABB BB AB AA AA AA 32 BC AA AA AA AB BB AB AB AA AA
9 AA AA AA AA AB AA AB AB AA AA 33 AB AA AA AA AB CC AB AB AA AA
10 BB AA AA AA AB CC AA AB AA AA 34 AB AA AA AA AB CC AB AA AA AA
11 BB AA AA AA AR CC AB AB AA AA 15 AA AA AA AA BB AA AB AA AA AA
12 AA AA AA AA BB AA AB AA AA AA 36 AAAA AA AA AB AA AB AB AA AA
13 BD AB AA AA AB BB CD AB AB AA 37 AAAA AA AA AB AA AB AA AA BB
14 AA AA AA AA AB AA AA AB AA AA 38 AAAA AA AA AB AA AB AB AA AA
15 AA AA AA AA AA AA AB AB AA AA 39 AAAB AA AA AA AB AB AA AB AA
16 BC AA AA AA AA AB AB AB AA AA 40 AA AA AA AA AB AA AB AB AA AA
17 BC AA AA AA BB AA AB AA AA AA 41 BD BB AA AA AC AD AB AB AA AA
18 BC AA AA AA AB AA AB AA AA AA 41 AB AA AA AA AB AA AB AA AA AA
19 AA AA AA AA AB AA AB AA AA AA 41 BC AA AA AA AB BB AB AA AA AA
30 AA AB AA AA AB CC AB AB AA AA 44 BC AA AA AA AACC AB AB AA BB
21 AB AA AA AA AA AA AB AB AA AA 45  AB AA AA AA AC AA AB AB AA AA
22 AB AA AA AA AA AA AB AB AA AA 46  BC AA AA AA AB CC AB AA AA AA
‘23 AB AA AA AA BB AA CD AA AA AA 47T BC AA AA AA AR BB AB AA AA AA
24 AA AA AA AA AA AA AB AA AA AA 48 AB AA AA AA AB AA AB AB AA AA

* M S A% 1. For sample numbers see Table 1.
*k o fPCK EST-1, EST-2. PGI-1. PGI-2. PGM-t. PGM-2, SKD-1, SKD-2. SOD-1. SOD-2, L1 0 Ly
represent EST-1, EST-2, PGL-1. PGT-2. PGM-1. PGM-2, SKD-1, SKD-2, S0D-1 and SOD-2, respectively.
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Table 4 Allele frequencies in all tested pomelo cultivars

R HHE Locus

Allele EST-1  EST2 PG4 PGI2  PGMd PGM2  SKD-1  SKD-2 0Dl SOD2
Allle A 0.531 0945 1000 1000 0.604 0.688 0.531 0719 0.948 0.93%
Allele B 0334 0052 0.354 0.156 0,427 0.281 0.052 0.063
Allele C 0,094 0.042 0.t46 0.021 :

Allele D 0.021 0.010 0.021




