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Abstract: In this paper, we used modified CTAB method to extract genomic DNA from
litchi for amplifying RAPD markers. We got 37 polymorphic RAPDs out of 259 total
RAPDs from 34 litchi cultivars with 50 random primers. The results showed that these 34
cultivars could be divided into 4 groups. Group I included “Zhuangyuanhong”,
“Yuanhong”, “Guilin”, “Songjiaxiang”, “Taiwanli”, “Xiafanzhi”, “Dongliu No.1”,
“Feizixiao”, “Baitangying”, “Xiangwan”, “Lusha”. Group II comprised “Wulizi”,
“Shuidong”, “Wuye”, “Caijiawanzi”, “Qingkenuomici”, “Nuomici”. Group III included
“Guiwei} “Guangming’; “Bailizhi’ “Chenzi “Lanzhu] “Jidi] “ Tasiniu”. Group IV consisted of
“Huitoujiang”, “Putaoben”, “Huaizhi”, “Nanhaili”, “Dazao”, “Zaohong” , “Huoshaoli” ,
“Wuyejiu”, “Midingxiang”, “Luhebao”. The results of cluster suggested that the polymorphism
of litchi germplasm was narrower than expected.
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Fig. 1 RAPD markers of 34 litchi cultivars amplified by S,s; primer
1. 3RIE4 Zhuangyuanhong; 2. JGZL Yuanhong; 3. ## Guilin; 4. REF
Songjiaxiang; 5. & ¥ # Taiwanli; 6. F#&4 Xiafanzhi; 7. I8 X — 5 Dongliu No. 1;
8. i F % Feizixiao; 9. B ¥ ¥ Baitangying; 10. F JL Xiangwan; 11. & ¥
Lusha; 12. ZET Waulizi; 13. 7K% Shuidong; 14. &M Wuye; 15. XA M
Caijiawanzi; 16. &K ¥ Qingkwnuomici; 17. ¥ K ¥ Nuomici; 18. H &
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Lanzhu; 23. K% Jidi; 24. BEFE4 Tasiniu; 25. [E k& Huitoujiang; 26. H&H A
Putaoben; 27. HEAX Huaizhi; 28. # ¥ 2% Nanhaili; 29. X Dazao; 30. B 4L
Zaohong; 31. k%% Huoshaoli; 32. B M5 Wuyejiv; 33. # 7T # Midingxiang;
34. 7 Luhebao.
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Fig. 2 Dendrogram of cluster analysis of litchi cultivars
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