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Progress in Molecular Biological Studies of Osmanthus fragrans

GU Heng, YANG Xiulian, WANG Lianggui’

(Co-Innovation Center for Sustainable Forestry in Southern China, College of Forestry and Grassland, College of Soil and Water Conservation, College of

Landscape Architecture, Nanjing Forestry University, Nanjing 210037, China)

Abstract: Osmanthus fragrans is an important ornamental species integrating greening, beautification and
fragrance, which has been attracting much attention. In recent years, the development and improvement of
sequencing technology has greatly promoted the research on molecular biology of O. fragrans. Based on the
literatures, the recent progress of molecular biology research on O. fragrans was summarized. Firstly, the whole
genome of O. fragrans and related gene family analysis were reviewed. Seconed, the progress of transcriptome
sequencing on important traits were further eleborated, such as the flower coloration, floral scent and leaf color;
Then, the reports of O. fragrans proteome and functional genes were discussed; Finally, the molecular biology
research of O. fragrans were summarized, which made an outlook of the future key research directions and
providing the references of O. fragrans research in the future.
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Fig. 1 Signal pathway of Osmanthus fragrans related traits. A: Flower coloration; B: Floral scent; C: Cryogenic; PSY: Phytoene synthase; PDS: Phytoene

desaturase; ZDS: (-Carotene desaturase; a-LCY: Lycopene a-cyclase; S-LCY: Lycopene p-cyclase; CCD: Carotenoid cleavage dioxygenase; DXS: 1-

Deoxy-D-xylulose-5-phosphate aynthase; DXR: 1-Deox-D-xylulose-5-phosphate reductoisomerase; GPPS: Geranyl pyrophosphate synthase; TPS: Terpene

synthase; PYR: Pyrabactin resistance; PYL: Pyrabactin resistance-like; RCAR: Regulatory component of ABA receptors; PP2C: Type 2C protein phosphatases.
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