P WA FIR  2008,16(6):537 ~544
Journadl of Tropical and Subtropica Botany

= B, BEE,

BEm A EEXEARNTBRNTERE
F W%,

Ema’, HEH™

(. EMIEREAEYFR, ¥ 0 571158; 2. P ERR A B 4 Y HORBTS BT, ¥ 0 571101)

R Gl R NRBESE R ik DL B B B R EOR, M BT )G 40 d IEH 5MCH IR E A IR
EEHATRIE 0. GIREN, 100 M EARATEREZFEE EAWEER, H(UEIER X B IRER LRENE
FUR 15 AR KR FRAA B _E 252 B 28 F A 50 A, AT 2 5 4 30 B3 0 e R R v 25 A B 16 /5 3% (MAALDI-TOF-
MASSIMHT, S5 9 M SRR FHANER, XEEATESS T RKE R

KR 8 BRE; BEAREE; R
HEHHEE:Q946.1 LRI A

SCEE 4R 51005 -3395(2008)06 -0537 -08
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Abstract: The global protein patterns in normal and aborted embryo of litchi at 40 days after flowering (DAA) were
compared by using two-dimensional polyacrylamide gel electrophoresis (2-DE) and computer image analysis. The
results showed that the quantities of 100 protein spots in normal embryo were significantly different from aborted
embryo. There were 15 and 50 spots appeared on the gel of normal embryo and aborted embryo, respectively. Then
they were selected for MALDI-TOF-M ASS analysis. Nine proteins related with embryo development were identified,
which maight involve in regulating and controlling the embryo abortion.
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Fig 1 Matched protein spots and non-matched protein spots in embryos of 40 DAA Litchi

A. IE¥JE Normal embryo; B. JUH i Aborted embryo; & (A FIZL 2 k7.5 51 4 1L BLANE IE AL AR 1 R AR,
Green and red spots are represent matched protein spots and non-matched protein spots, respectively.
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Fig 2 Correlation of proteins with low change between normal
and aborted embryo
X: WS BRI [ R, Protein spots from the gel of aborted embryo;
Y: IEHRRER I F/R & Protein spots from the gel of normal embryo
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B4 ZR%EHSEK MALDI-TOF-MASS 717
Fig.4 MALDI-TOF-MASS analysis of protein spots
ZE (Left): IE# E Normal embryo; £ (Right): W H #E Aborted embryo; L001 ~ LO08: #1545 Landmark
EEHWEAR
Table 1 Identified proteins
MKBE  RROKERE
: = i 2 B :
total peptide = matched peptide
1-154 13 4 17 66 QINSGO- Rho-GTPase-activating 34454 933
06-00-00 protein 8 (PP610)
1-170 14 6 12 86 EFG_BACSU Elongation factor G (EF-G) 76365 4.82
(Vegetative protein 19)
2-102 10 4 21 69 Q8YDAS Acetylglutamate kinase 31592 543
N-acetyl-L-glutamate
S-phosphotransferase
2-235 11 5 21 68 022263 Probable protein disulfide- 39472 5.80
isomerase A6 precursor
2-245 13 6 21 75 P07273 Transcription elongation 34822 9.01
factor S-II(DNA strand
transfer protein alpha)
2-276 12 4 9 70 P23321 Oxy gen-evolving enhancer protein 35121 5.55
19 1-1, chloroplast precursor
33 kDa subunit of oxygen evolving
system of photosystem II
2-335 18 7 27 103 P53492 Actin 7 (Actin 2) 41937 531
2-385 23 7 19 98 P29685 ATP synthase beta chain, 60335 595
mitochondrial precursor
2-450 14 5 13 69 Q05526 Pectate disaccharide-lyase 64261 626
T8 1 7E http //www. matrixscience.com b3 &, 7F MEABEGER D,

IEH R T A AIMCE BRI o HI4ERE 2 AR 7
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Fig 5 MASS spectrum of protein spots

a IEH IR 154#85 H & No. 154 protein spot on the normal embryo; b. 1E % B H 17048 H &% No. 170 protein spot on the normal embryo;
c. B W H 24547 H & No. 245 protein spot on the aborted embryo; d. W(H W H* 3854#% F & No. 385 protein spot on the aborted embryo.
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