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Table 1 ATP sulfurylase genes in Arabidopsis thaliana

K GenBank %5 et PR (fr )P ATPI B 44 B 7230 40 o iy for 2 O
Gene GenBank code  Gene position on chromosome ATP sulfurylase position on subcell
APS] NM_113189 2 (8112730-8114996) 2k 4%& Chloroplastid
APS2 NM_101847 1 (6914604-6916745) £k 4% Chloroplastid
APS3 NM_117550 4 (8413286-8415349) M- £¢4k Chloroplastid

APS4 NM_123745

5 (17606418-17608762)

I-4¢4% Chloroplastid/ £ %44 Mitochondrion
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Table 2 Glutathione peroxidase genes in Arabidopsis thaliana

#PE  GenBank %S
Gene GenBank code

Yeta ph(pr g™

Gene position on chromosome

25 B H et U A 0 e o
Glutathione peroxidase position on subcell

AtGPX1
AiGPX2
AtGPX3
AtGPX4
AtGPX5
AtGPX6
AtGPX7

NP_180080
NP_180715
NP_181863
NP_566128
NP_191867
AAK63967
NP_194915

2 (10616629-10618543)
2 (13396544-13388342)
2 (17957186-17959081)
2 (19636728-19637638)
3 (23187191-23188230)
4 (5974498-5975618)
4 (14374698-14375849)

%44 Chloroplastid
M # Cytochyma
£ Ri4% Mitochondrion
Jf2¥%{ Cytochyma
5 M Endoplamic reticulum
3% Cytochyma / £&}i 4% Mitochondrion
-%k44k Chloroplastid
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