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Fig. 1 General outline of the responses of plants to anaerobic singal and anacrobic gene expression pattern (After Geigenberger P )
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Fig. 2 Singal transduction pathway particpated by Rop (After Baxter-Burrell®T)
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Fig. 3 The regulated mechanism of anaerobic response particpated by AtMYB2 (After Dolferus!'?)
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