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Detection of Citrus Yellow Shoot Pathogen in Shatianyou
Pommelo by Electron Microscopy and PCR Method
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Abstract: Citrus yellow shoot disease (citrus huanglongbing) leaves of Citrus maxima cv. Shatianyou collected
from pommelo orchard in Meizhou, Guangdong Province, showed typical symptom of leaf mottling. The pathogen
which was observed under electron microscopy was similar in morphology and structure to bacteria-like organism
of citrus huanglongbing disease. Polymerase chain reaction (PCR) analysis also proved that the DNA of the
pathogen was greatly homologous with PCR product from that of citrus huanglongbing pathogen. The result
exhibits that the citrus yellow shoot could infect pommelo, which seldom appeared in this fruit.
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Fig. 1 Disease symptom in leaves of 'Shatianyou’ pommelo
(1-3, diseased leaves; 4. healthy leaf)
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Fig. 2 'Shatianyou' pommelo's pathogen in parenchyma cell of vein
phloem of diseased leaf, arrow in B showing binary fission
(A, x 20 000; B, x 10 000)
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Fig. 3 Detection of huanglongbing pathogen from
'Shatianyou' pommelo by PCR
1. 100 bp DNA ladder 47 R $77E4y 100 bp DNA ladder marker; 2. {4
REHE M 5 4 iy Sample from healthy seedling of Ponkon mandarin; 3.
Ey ¥ 7b HAh 'Shatianyou' pommelo sample; 4. 3L St B T MR AR B9
# # Sweet orange sample expressing typical symptom of
huanglongbing disease
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