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Abstract: In order to explore the karyotype and genome size of Daemonorops jenkinsiana, the root and stem tips
from its seedlings were used as experimental materials. The karyotype of D. jenkinsiana, including chromosome
number and morphology were analyzed by combining the conventional method of somatic cell chromosome
preparation with microphotography. Meanwhile, the DNA content, genome size and ploidy of leaves were
determined by flow cytometry using Lycopersicon esculentum as an internal reference. The results showed that the
stem tip of D. jenkinsiana was an ideal material for chromosome preparation, and the chromosome number was
2n=24, along with the formula of karyotype was K(2n)=1M+17m+5sm+ 1st, and the karyotype was “2C”. The
karyotype asymmetry index of D. jenkinsiana was 61.20%. The DNA content of D. jenkinsiana was about 1.57 pg
with the genome size of 1 535.53 Mb, and the DNA ploidy was diploid (2n). This was reported the karyotype and
genome size of D. jenkinsiana for the first time, which provided a reference for studying the karyotype and
genome of other species in Daemonorops and related genus.
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1.1 A

M B = H A8 RARARAR R (109°4018.76”
E, 18°23'06.56" N, 4k 261 m)i=HL 3% (Daemo-
norops jenkinsiana) a4 1 (1 4EAE)wr [RISEER =, EA
TR N AT 77(26°C, YEHRERE 200 wmol m2s 2,
J6 /W% =16 h/8 h). EREAE KRG R G rI sk, BUR
IRANZEI AL L oy b RS A k), [RIB E T
FRH KN Hr, LLE i (Lycopersicon esculentum)
MR NZH.
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Fig. 1 Chromosome of Daemonorops jenkinsiana. A: Metaphase chromosome; B: Karotype.
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Table 1 Karyotype of Daemonorops jenkinsiana
s - AN RelatiYilength 1% . ”ASH: f%iﬂz% éﬁfﬁﬁfﬁ;%% %
Ne. ool lngih Siam  Lomam  rio  comtomoe  cocffcon  Claification
1 7.683 3.143 4.540 1.445 m 1.843 89 L
2 6.640 3.190 3.449 1.081 m 1.593 56 L
3 5.140 2.045 3.095 1.513 m 1.233 62 M2
4 4.949 1.963 2.986 1.521 m 1.187 81 M2
5 4.690 2.072 2.618 1.263 m 1.12564 M2
6 4.622 1.759 2.863 1.628 m 1.109 28 M2
7 4.772 1.132 3.640 3.217 st 1.145 27 M2
8 4.431 1.132 3.299 2.916 sm 1.063 47 M2
9 4.445 1.718 2.727 1.587 m 1.066 74 M2
10 4.063 1.677 2.386 1.423 m 0.97511 M1
1 4.049 1.513 2.536 1.676 m 0.971 84 M1
12 4.227 1.936 2.291 1.183 m 1.014 39 M2
13 4.240 1.745 2.495 1.430 m 1.017 66 M2
14 4.036 1.786 2.250 1.260 m 0.968 57 M1
15 4.049 1.091 2.959 2.712 sm 0.97185 M1
16 3.681 1.132 2.550 2.253 sm 0.883 50 M1
17 3.545 1.486 2.059 1.385 m 0.850 77 M1
18 3.681 1.500 2.181 1.455 m 0.883 49 M1
19 3,518 1.186 2.331 1.966 sm 0.844 22 M1
20 3422 1.104 2.318 2.099 sm 0.821 32 M1
21 3.272 1.541 1.732 1.124 m 0.785 33 M1
22 3.027 1.513 1.513 1.000 m 0.726 43 S
23 2.263 0.845 1.418 1.677 m 0.54319 S
24 1.554 0.586 0.968 1.651 m 0.37303 S

(L) 2 %6, RGO RM2)H 9 %, TRtk
(M1)f5 10 2%, FLGLOUA(S)H 3 2% HRALEMARRIK
FEHL R 1.55%; b 1~3.217, YIRS
i B m B 17 4, st B 1 4%, sm Y
4 5 %, M BIUE 1 4. SRR OATA 20.83%
P LERT 2, K-S mm G Ak E N 4.94.
I, R N2, KA AA
61.20%.

15 1 Excel FRAF AR G 2 42 A X K FE 2SI 1],
132 A R T U (] 2)

2.3 DNA & B4

CAZE AN AR, S FH I At B A 23 ) 35 g 1)
DNA MXf &5, g5 5K, ML P)E G E
WRIF GL A 260 A Bt 26 o A,
HHAT o R A I RS 41.01 &, &
PRI BTES) 68.67 T E; G2 WA 2 £ Gl
W4 DNA & &, 23 2 5T GL 155 M mig
(Dip G2, Anl G2) (A 3).

WA C A E N DNA &&, A HEEN

DNA & &N 1.57 pg, N IAREY (2n=
24), %1% 1pg=978 Mb, % ik 3% R 40 K /N R
1539.53 Mb.
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Gt ik, R 2 1 AT AR IR 70 AR X HEAT Gt fic
WL A B SE O SR, B 2R AR T K
TRAFE 7 AL HE T, PRI EE A 6 [R] I 328 45 24 FRR PR AR AR A
2R IG AT RHEEAT R AL 20 W o A 8 TT L B i
BRI Z, AR AL, (5 57, A
60T ZEAR MR SRR P R AV B AR A S R AR )i il
i S oy A AL B REAT ik P, 45 RAR WA 2
R i s A PO A 12 Vo0 SR TR 2R AR K ROR B »
UZCE FEASY SRS R NESe ST =N I
R TIRR XA RGP N 2R UL R
R AR, LB AT HL S 3R R, T e S
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Fig. 2 Karotype idiogram of Daemonorops jenkinsiana
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