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New Bioactive Metabolites of Microorganisms Derived from Forest Soil in
Dinghu Mountain National Nature Reserve
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Abstract: The particular geographical location and climate conditions of Dinghu Mountain National Nature
Reserve create a unique ecological system and breed diverse plants and microbials. In order to exploit microbial
resources for discovery of bioactive substances, the bioactive secondary metabolites of the fungi and
actinomycetes derived from forest soil in Dinghu Mountain National Nature Reserve has been focused. Some
recent progresses of this work are summarized.
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Fig. 1 Structures of compounds 1 and 2, and plausible biogenetic origin of compound 1
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Fig. 2 Structures of bisacremines A—G (3—-10), and plausible biogenetic origin of 7-9
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Fig. 3 Structures of acremotins A—D (11—-14)
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Fig. 4 Stereo diagram of acremotin D (14). A: Theoretical solution 3D structure and electrostatic potential (ESP) surface of acremotin D. B: Backbone

superimposition of acremotin D (in blue) with [Leu*]zer-vamicin (in yellow, CSD code: KIYPUD).
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