P GRS 2013, 21(5): 439 ~ 445
Journal of Tropical and Subtropical Botany

TN\ EFMAZGREERNS B RRIADH

JH NN * —_

: FH
m, KEX
(AR ALl = b )M 510006)

TE . NIETIHEF(Gardenia jasminoides) 5% A R WA BHLEE, selE THEF2880 8 N R AW A RIS\ S /L&
A R GIPSY) B 42K cDNA., 45530, #: 319 GjPSY 2 L2 7 41 5 W7 AR M R IR (14 GPSY SR X2k, R
HPLC e FH 5L A RAE K -1 F iR (3.96 + 1.48) mg g ', TR A A AL . dlid RT-PCR 041, GjPSY TEHET1 A
RSP A Fik, HRBAOE—2, HILHEN, GiPSY 55K P 5 R IR -1 BG4

KR HE T PTANEIE N3 e \EFMLE AR ; FEFFER

doi: 10.3969/.issn.1005-3395.2013.05.010

Isolation and Expression of Phytoene Synthase Gene in Gardenia jasminoides

GAO Lan’, ZHU Bi-yun

(School of Basic Courses, Guangdong Pharmaceutical University, Guangzhou 510006, China)

Abstract: In order to understand the synthesis mechanism of crocin in Gardenia jasminoides fruits, the full-length
cDNAs of phytoene synthase gene GjPSY from G. jasminoides were cloned. The results showed that the deduced
amino acid sequence of GjPSY had close relation with those from dicotyledonsous plants. The content of crocin-1
in fruits was (3.96 + 1.48) mg g ' by HPLC, while crocin-1 was not detected in leaves. It was revealed that
crocin-1 exclusively accumulated in fruits. The RT-PCR analysis revealed that the expression of GjPSY in fruits
was not differences from that in leaves. Therefore, it was suggested that the crocin synthesis in G. jasminoides
fruits had not correlation with transcription level of GjPSY gene.
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Fig. 2 HPLC of methanol-water extract from Gardenia jasminoides fruits. The main peak is crocin-1 monitored at 440 nm of wave length. A: Fruits; B:

Standard for crocin-1. Illustrations are showing online absorption spectrum of crocin-1.
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Fig. 3 Amplification of GjPSY gene. M: DL 2000 marker; 1: GjPSY-
ORF.
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Fig. 4 Phylogeny of 18 PSY amino acid sequences from different plants. Bootstrap support values (1000 replicates) are shown at nodes.
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