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Prorocentrum rhathymum —— A New Record of

Epiphytic Dinoflagellates in South China Sea
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(1. Key Laboratory of Marine Bio-resources Sustainable Utilzation, South China Sea Institute of Oceanology, Chinese Academy of
Sciences, Guangzhou 510301, China; 2. Ocean Monitoring and Forecasting Center of Hainan Province, Haikou 570206, China)

Abstract: The morphological characteristics of an epiphytic dinoflagellates isolated from Xincun Harbor waters,

Hainan Province was observed under light microscope and scanning electron microscope, and its 18S rRNA

sequence was analysed. The strain was identified as Prorocentrum rhathymum ,a new record from China, which

was once reported as Prorocentrum mexicanum in South China Sea for synonym.
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Table 1 NCBI BLAST results (top 20 sequences)

R 5 . - BRSHE B BH (%) BRI
. 3R Description .
Accession Max. score Total score Query coverage Max. ident (%)
EU287487.1 Prorocentrum rhathymum strain S7 small subunit ribosomal 3075 3075 99 99
RNA gene, partial sequence
FJ842096.1 Prorocentrum rhathymum strain NMNO16 small subunit 3073 3073 98 99
ribosomal RNA gene, partial sequence
Y16232.1 Prorocentrum mexicanum 18S rRNA gene 3066 3066 99 99
EU780638.2 Prorocentrum micans isolate CCMP1589 small subunit 3059 3059 99 99
ribosomal RNA gene, partial sequence; internal transcribed
spacer 1, 5.8S ribosomal RNA gene, and internal
transcribed spacer 2, complete sequence; and large subunit
ribosomal RNA gene, partial sequence
EU287485.1 Prorocentrum mexicanum strain CCMP687 small subunit 3059 3059 99 99
ribosomal RNA gene, partial sequence
EF492511.1 Prorocentrum micans isolate UTEX1003 18S small subunit 3059 3059 99 99
ribosomal RNA gene, partial sequence
EF492510.1 Prorocentrum mexicanum isolate USFDA 18S small subunit 3059 3059 99 99
ribosomal RNA gene, partial sequence
AY585526.2 Prorocentrum micans stran CCMP1589 small subunit 3059 3059 99 99
ribosomal RNA gene, partial sequence
AYB03739.1 Prorocentrum micans isolate 1 small subunit ribosomal RNA 3059 3059 99 99
gene, partial sequence
DQ004735.1 Prorocentrum micans clone PmicC small subunit ribosomal 3053 3053 99 99
RNA gene, partial sequence
AJ415519.1 Prorocentrum micans 18S rRNA gene 3051 3051 99 99
AY833514.1 Prorocentrum micans small subunit ribosomal RNA gene, 3044 3044 98 99
partial sequence
ABI183673.1 Prorocentrum triestitum gene for 18S rRNA, partial 3013 3013 99 99
sequence, strain: MBIC11147
DQ004734.1 Prorocentrum triestinum clone PtriC small subunit 3013 3013 99 99
ribosomal RNA gene, partial sequence
EF492512.1 Prorocentrum triestinum isolate UTEX1657 18S small 3007 3007 99 98
subunit ribosomal RNA gene, partial sequence
AY443019.1 Prorocentrum gracile small subunit ribosomal RNA gene, 3007 3007 99 98
partial sequence
EF657885.1 Prorocentrum tsawwassenense 18S ribosomal RNA gene, 2964 2964 99 98
partial sequence
M14649.1 P. micans 17S, 5.8S, and 24S (5’ end) ribosomal 2961 2961 99 98
RNA genes
FJ587221.1 Prorocentrum minimum strain CCMP696 18S small subunit 2935 2935 99 98

ribosomal RNA gene, partial sequence
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Prorocentrum minimum CCMP696 (DQ336072)
Prorocentrum minimum SERC (EU780639)
Prorocentrum minimum JA9801 (DQ336063)
Prorocentrum minimum CCMP1329 (DQ336060)
Prorocentrum minimum PmiPtMu2l (AY421791)
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Prorocentrum minimum PmS 1 (Y16238)

Prorocentrum dentatum CCMP1517 (DQ336057)
Prorocentrum donghaiense Lu (DQ336054)

Prorocentrum gracile CCCM 765(AY443019)
44 I Prorocentrum micans CCMP1589 (EU780638)

Prorocentrum micans (M 14649)

Il Prorocentrum micans CCMP1589 (AY585526)
Prorocentrum mexicanum CCMP687 (EU287485)
Prorocentrum mexicanum PMOO04 (Y16232)

| Prorocentrum rhathymum NMNO16 (FJ842096)
Prorocentrum rhathymum S7 (EU287487)

Prowcentrum tsawwassenense (EF657885)
Dinophyceae sp. CCMP 1878 (AY251287)

Glenodinium inaequale ASW12003 (EF058237)
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entapharsodinium tyrrhenict MUCC097 (AF022201)

Pentapharsodinium sp. CCMP771 (AF274270)

3  Prorocentrum ZRGEIALH (NI Tree)
Fig. 3 Phylogeny tree of Prorocentrum strains
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